Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.039; wR factor = 0.092; data-to-parameter ratio = 26.5. organic compounds o1228 Yusof et al.
In the title compound, C 16 H 22 N 2 OS 2 , the S atom of the thiadiazole ring and the attached methyl groups are disordered over two orientations with a refined site-occupancy ratio of 0.641 (11):0.359 (11) . The thiadiazole ring is in a twist conformation in both disorder components. The mean plane through the thiadiazole ring makes dihedral angles of 77.39 (8) (major component) and 67.45 (11) (minor component) with the benzene ring. Intramolecular C-HÁ Á ÁN interactions generate two S(6) ring motifs. In the crystal, molecules are linked by C-HÁ Á ÁO hydrogen bonds into zigzag chains parallel to the b axis.
Related literature
For background to the pharmacological properties of thiadiazole derivatives, see: Noolvi et al. (2011); Yusuf et al. (2008) . For a related structure, see: Fun et al. (2011) . For hydrogenbond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) . For ring conformations, see: Cremer & Pople (1975 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). 1-(5-Benzylsulfanyl-2,2-dimethyl-2,3-dihydro-1,3,4-thiadiazol-3-yl)-2,2-di-
methylpropan-1-one
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Comment
Thiadiazole derivatives have been reported to posses anti-cancer (Noolvi et al., 2011) and anti-depressant activity (Yusuf et al., 2008) . The title compound is one of these thiadiazole derivatives, and its crystal structure is reported herein.
In the molecule of the title compound ( Fig. 1) , the S atom of the thiadiazole ring and the attached dimethyl groups (C10/C10X and C11/C11X) are disordered over two orientations with a refined site-occupancy ratio of 0.641 (11):0.359 (11). The disordered thiadiazole (S1/N1/N2/C8/C9 and S1X/N1/N2/C8/C9) rings are both in twist conformation (Cremer & Pople, 1975) in which the ring is twisted about the C9-S1 bond [puckering parameters: Q = 0.1477 (19) Å and φ= 167.7 (5)°] and about the S1X-C8 bond [puckering parameters: Q = 0.131 (2) Å and φ= 298.6 (8)°], respectively. The mean plane through the thiadiazole rings make dihedral angles of 77.39 (8) and 67.45 (11)°, respectively, with the benzene (C1-C6) ring. Intramolecular C14-H14B···N1 and C15-H15B···N1 interactions (Table   1 ) generate two S(6) ring motifs (Bernstein et al., 1995) . The bond lengths and angles are within normal ranges and are comparable to those reported in a related structure (Fun et al., 2011) . The crystal packing is shown in Fig. 2 .
Intermolecular C11-H11B···O1 (Table 1) 
Refinement
The S atom of the thiadiazole ring and the attached dimethyl groups (C10/C10X) and C11/C11X) are disordered over two orientations with a refined site-occupancy ratio of 0.641 (11):0.359 (11). All H atoms were positioned geometrically [C-H = 0.95-0.99 Å] and refined using a riding model with U iso (H) = 1.2 or 1.5 U eq (C). A rotating group model was applied to the methyl groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Occ. (<1) S1 0.36774 (15) C8-S1-C9 90.02 (7) C11X-C9-S1 121.6 (2) C8-S1X-C9 89.16 (10) C11-C9-S1 109.09 (13) C8-S2-C7 98.83 (5) C10X-C9-S1 94.7 (3) C8-N1-N2 111.41 (9) C9-C10-H10A 109.5 C12-N2-N1 120.42 (9) C9-C10-H10B 109.5 C12-N2-C9 122.25 (9) C9-C10-H10C 109.5 N1-N2-C9 116.98 (8) C9-C10X-H10D 109.5 C2-C1-C6 120.42 (12) C9-C10X-H10E 109.5 C2-C1-H1A 119.8 H10D-C10X-H10E 109.5 C6-C1-H1A 119.8 C9-C10X-H10F 109.5 C3-C2-C1 120.18 (12) H10D-C10X-H10F 109.5 C3-C2-H2A 119.9 H10E-C10X-H10F 109.5 C1-C2-H2A 119.9 C9-C11-H11A 109.5 C2-C3-C4 119.85 (11) C9-C11-H11B 109.5 C2-C3-H3A 120.1 C9-C11-H11C 109.5 C4-C3-H3A 120.1 C9-C11X-H11D 109.5 C3-C4-C5 119.98 (12) C9-C11X-H11E 109.5 C3-C4-H4A 120.0 H11D-C11X-H11E 109.5 C5-C4-H4A 120.0 C9-C11X-H11F 109.5 C6-C5-C4 120.45 (11) H11D-C11X-H11F 109.5 C6-C5-H5A 119.8 H11E-C11X-H11F 109.5 C4-C5-H5A 119.8 O1-C12-N2 118.84 (10) C5-C6-C1 119.12 (11) O1-C12-C13 121.47 (9) C5-C6-C7 120.83 (10) N2-C12-C13 119.69 (9) C1-C6-C7 120.06 (11) C16-C13-C15 108.72 (9) C6-C7-S2 109.24 (8) C16-C13-C14 108.32 (9) C6-C7-H7A 109.8 C15-C13-C14 109.81 (9) S2-C7-H7A 109.8 C16-C13-C12 107.35 (9) C6-C7-H7B 109.8 C15-C13-C12 111.90 (9) S2-C7-H7B 109.8 C14-C13-C12 110.64 (9) H7A-C7-H7B 108.3 C13-C14-H14A 109.5 N1-C8-S2 122.90 (9) C13-C14-H14B 109.5 N1-C8-S1 117.51 (10) H14A-C14-H14B 109.5 S2-C8-S1 119.24 (7) C13-C14-H14C 109.5 N1-C8-S1X 117.33 (12) H14A-C14-H14C 109.5 S2-C8-S1X 118.74 (9) H14B-C14-H14C 109.5 C10-C9-N2 116.2 (2) C13-C15-H15A 109.5 C10-C9-C11X 90.4 (3) C13-C15-H15B 109.5 N2-C9-C11X 118.0 (3) H15A-C15-H15B 109.5 C10-C9-C11 112.43 (18) C13-C15-H15C 109.5 N2-C9-C11 107.73 (16) H15A-C15-H15C 109.5
Hydrogen-bond geometry (Å, º) 
